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thioredoxin h, nucleotide sequence, cDNA 
clone, 327 
turgor-responsive TMP-B cDNA clone, nu- 
cleotide sequence, transmembrane 
protein, 689 
vegetative shoots, metabolism, gibberellin 
Ag, 379 
Arabinose, structure of ten free N-glycans, 
ripening tomato fruit, 445 
Artichoke, Jerusalem 
matrix of plant mitochondria, movement 
of free calcium ions, use of Fura-2 
fluorescence, 573 
monospecific polyclonal antibodies, cin- 
namate 4-hydroxylase, 1291 
Ascorbate 
activities of anti-oxidant enzymes, strong 
visible light, intact wheat leaves, 903 
oxygen defense enzymes, subcellular lo- 
calization, soybean root nodules, 481 
Ascorbate oxidase, activity in mustard coty- 
ledons, phytochrome control of de- 
velopment, 1237 
Asparagine synthetase, harvest-induced, 
cDNA clone, Asparagus officinalis, 
1337 
Asparagus, cDNA clone, harvest-induced as- 
paragine synthetase, 1337 
Aspartate transcarbamoylase, cDNA from 
pea, 1055 
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-induced genes in tobacco cell-suspension 
cultures, 513 
resistance mutations, ammonium inhibi- 
tion of Arabidopsis root growth, rever- 
sal by potassium, 983 
response of maize roots, role of distal elon- 
gation zone, 1203 
soluble binding protein, glutathione S- 
transferase, Hyoscyamus muticus, 29 
Avena sativa (see Oat) 
Avocado 
fruit ripening, polyuronides, patterns of 
molecular weight downshifts, 473 
ripening mesocarp discs, ethylene-me- 
diated posttranscriptional regulation, 
417 
5-Azidouridine diphosphate-glucose, uri- 
dine-binding domain, sucrose-phos- 
phate synthase, 529 
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Bacteroids, Bradyrhizobium japonicum, syn- 
thesis of cyclic 8-1,6- and 1,3-glucans, 
soybean root nodules, 191 

Bark 

poplar 
storage protein degradation, physiolog- 
ical and environmental requirements, 
53 
sequence, storage protein gene, 1347 
Barley 
aleurones 
low a-amylase activity, response to gib- 
berellin, 195 
protoplasts, visualization of enzyme se- 
cretion, 279 
biosynthetic pathways of mugineic acids, 
373 
chloroplasts, dynamics, photosystem stoi- 
chiometry adjustment by light quality, 
181 
interaction with powdery mildew, effect 
of jasmonic acid, 503 
leaf, cellular localization, protoporphyri- 
nogen-oxidizing activities, 881 
leaf protoplasts, mitochondrial contribu- 
tion, photosynthetic metabolism, 947 
mesophyll cells, inositol trisphosphate me- 
tabolism, subcellular fractions, 101 
root 
feedback regulation of nitrate influx, 
1279 
induction of nitrate and nitrite uptake, 
reduction systems, 811 

Basidiomycetes, decomposing, ‘°C content of 
plant products, different cell compart- 
ments, 1287 

Bean, immature seed, partial purification, cis- 
trans-isomerase of Zeatin, 867 

Beet 

calcium retrieval from vacuolar pools, 
1139 

endoplasmic reticulum and plasma mem- 
brane, calcium-transporting ATPases, 
553 

root storage tissue, immunology, carrier 
protein for sucrose transport in tono- 
plast vesicles, 751 

taproots aid tissue cultures, oxidation of 
external NAD(P)H, mitochondria, 
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induction of glutathione S-transferase iso- 
zymes, partial characterization, 
maize, 795 


-treated maize, glutathione S-transferase, 
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Benzyladenine disaccharide, conjugate pro- 
duced during shoot organogenesis, 
petunia leaf explants, 541 

Benzylglucosinolate, synthesis in Tropaeolum 
majus, 609 

Beta vulgaris (see Beet) 

Bowman-Birk proteinase inhibitor, soybean, 
nucleotide sequence, cDNA, 687 

Bradyrhizobium japonicum, bacteroids, syn- 
thesis of cyclic 8-1,6- and 1,3-glucans, 
soybean root nodules, 191 

Brassica campestris, myrosinase gene, se- 
quence of, 1359 

Brassica napus (see Rape) 

Brassica oleracea (see Cauliflower) 
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c 
Calcium 
-binding proteins, EF-hand superfamily, 
Arabidopsis thaliana cDNA, 1059 
cold-induced changes in freezing toler- 
ance, protein phosphorylation, gene 
expression in alfalfa, 1227 
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retrieval from vacuolar pools, beet, 1139 
translocation, aluminum effects, wheat 
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ulum and plasma membrane, red 
beet, 553 
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endoplasmic reticulum, carrot, 651 
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phosphate carboxylase activase levels, 
antisense RNA, tobacco, 1119 
Carbohydrate, epitopes, cell wall hydroxy- 
proline-rich glycoproteins, comple- 
mentary immunolocalization, 891 
Carbon, guard cell-environment connection, 
711 
Carbon-13, content of primary and second- 
ary plant products, different cell com- 
partments, decomposing basidiomy- 
cetes, 1287 
Carbon dioxide 
crassulacean acid metabolism, short-term 
regulation, Clusia uvitana, 835 


mitochondrial contribution, photosyn- 
thetic metabolism, barley leaf proto- 
plasts, 947 


oxygen and, nonsteady-state photosyn- 
thesis, spinach, 859 
Carotenoids 
activities of anti-oxidant enzymes, strong 
visible light, intact wheat leaves, 903 
-associated protein, chromoplast, cucum- 
ber corollas, 491 
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cell wall hydroxyproline-rich glycopro- 
teins, complementary immunolocali- 
zation, 891 
plasma membrane-type Ca**-ATPase, en- 
doplasmic reticulum, 651 
production of 6-methoxymellein, effect of 
intracellular glutathione level, 45 
somatic embryogenesis, early expression 
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pocotyls, 691 
Catharanthus roseus, phospholipid metabo- 
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Cauliflower, y-irradiated, microsomal mem- 
branes, modification of phospholipid 
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leaf, location of mannose-6-phosphate re- 
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sensitivity, soybean, 699 
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elements, 321 
nucleotide sequence and regulatory ele- 
ments, gene 2, 317 
Chaperonin, 10-kDa, cDNA, Arabidopsis 
thaliana, 685 
Chlamydomonas reinhardtii 
cDNA clone encoding preferredoxin, 1349 
chloroplasts, respiration of sugars, empha- 
sis on hexose kinases, 587 
Chlorophyll a/b-binding protein 
gene expression, cotton, 1047 
photosystem I light-harvesting complex, 
biogenesis of, pea, 35 
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39-kDa protein, DNA-damaging agents, 
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growth indoleacetic acid assay, two 
indoleacetic acid-induced growth re- 
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inoculation, 967 
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artichoke, 1291 
Cinnamic acids, molecular cloning and 
expression, 4-coumarate:coenzyme A 
ligase, soybean, 1147 
Circadian clock, light and, interplay, Neuro- 
spora crassa, 1299 
Citrus exocortis viroid, ethephon treatment 
of tomato plants, ornithine decarbox- 
yase and putrescine, 933 
Clusia uvitana, crassulacean acid metabolism, 
short-term regulation, 835 
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-induced alfalfa gene, enhanced harden- 
ing, subzero temperature, 873 
-induced changes in freezing tolerance, 
protein phosphorylation, gene expres- 
sion in alfalfa, 1227 
thermoinductive regulation, gibberellin 
metabolism, Thlapsi arvense, 547 
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Avena straight-growth indoleacetic acid 
assay, two indoleacetic acid-induced 
growth responses, 409 
maize extracts, indole-3-acetic acid for- 
mation, tryptophan, 1319 
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epidermal peels, stomatal opening, GTP 
analogs or pertussis toxin, 95 
sensitivity of stomata to abscisic acid, 497 
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tase, 1251 
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fluxes, 467 
high salt concentration, NMR investi- 
gation of ion transport, 629 
response to auxin and gravity, role of 
distal elongation zone, 1203 
vegetative shoots, metabolism, gibberellin 
Ag, 379 
Corollas, cucumber, chromoplast-specific ca- 
rotenoid-associated protein, 491 
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chlorophyll a/b-binding gene expression, 
1047 
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1351 
developing ovules, vacuolar H*-ATPase 
69-kDa catalytic subunit cDNA, 679 
microsomes, catalytic properties of acyl- 
transferase, N-acylphosphatidyle- 
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pools, beet, 1139 
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ATPase, endoplasmic reticulum, car- 
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mitochondrial contribution, photosyn- 
thetic metabolism, barley leaf proto- 
plasts, 947 
photosynthetically active cells of celery 
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phosphate reductase, 345 
ribosomal protein $11, cDNA, Arabidopsis, 
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dopsis thaliana seed, 1185 
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embryogenesis abundant proteins, 
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oilseed rape, 565 
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Arabidopsis thaliana clone, nucleotide se- 
quence, homolog to suppressor of 
Wilms’ tumor, 329 
Arabidopsis thaliana, EF-hand superfamily, 
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Arabidopsis thaliana turgor-responsive 
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aspartate transcarbamoylase, pea, 1055 
catalase from etiolated mung bean hypo- 
cotyls, 691 
clone encoding Chlamydomonas reinhardtii 
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membrane protein from sugarcane, 1367 
molecular cloning and expression, 4-cou- 
marate:coenzyme A ligase, soybean, 
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nucleotide sequence 
B-amylase, rye, 315 
Arabidopsis thaliana thioredoxin h, 327 
pathogenesis-related protein P1-p14, 
tomato, 325 
soybean Bowman-Birk proteinase inhib- 
itor, 687 
peroxidase, cotton cotyledon, 1351 
proteinase inhibitor I, potato, 1061 
putative 10-kDa chaperonin, Arabidopsis 
thaliana, 685 
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bryos, 1345 
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tomato heat-stress transcription factors, 
1355 
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EF-hand proteins, calcium-binding proteins, 
Arabidopsis thaliana cDNA, 1059 
Elicitor-induced incorporation, conditioning 
of parsley suspension cells, cell wall 
phenolics, 459 
Elongation factor, plant phosphoinositides, 
intracellular signaling, 705 
Embryogenesis 
group 3 late embryogenesis abundant pro- 
teins, dessication-tolerant seedlings, 
wheat, 125 
somatic, early expression of gene, carrot, 
303 
Endodermis, accumulation in maize root, 
mRNA coding for O-methyltransfer- 
ase, 1001 
Endophyte, infection of Poa species, fungal 
protease, 645 
Endoplasmic reticulum 
plasma membrane and, calcium-transport- 
ing ATPases, red beet, 553 
plasma membrane-type Ca?*-ATPase, car- 
rot, 651 
yeast, dense protein bodies, accumulation 
of wheat y-gliadin, 61 
Endopolygalacturonase, expression during 
fruit ripening, apple, 219 
Endosperm 
corn, starch branching enzyme II, 1045 
starchy, response to gibberellin, barley 
aleurones with low a-amylase activ- 
ity, 195 
Energy, nonphotochemical dissipation and 
absorbance changes, Guzmania mon- 
ostachia leaves, 741 
Envelope membranes, main species of tetra- 
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plasts, 821 
Enzymes, thermoinductive metabolism, gib- 
berellin metabolism, Thlapsi arvense, 
547 
Erwinia amylovora, hypersensitive response 
in tobacco, harpin, active oxygen pro- 
duction in suspension cells, 1341 
Erwinia chrysanthemi, inoculation of Saint- 
paulia leaves, iron deficiency, induc- 
tion by chrysobactin, 967 
Escherichia coli 
Dnak and similarity to Hsp70 homolog, 
higher plant chloroplasts, 843 
mutants, suppression, Arabidopsis thaliana 
genes for de novo purine synthesis, 
387 
ribulose-bisphosphate carboxylase small 
subunit, amino-terminal truncations, 
catalysis and subunit interactions, 
1129 
similarity of 39-kDa chloroplast protein to 
RecA, DNA-damaging agents, pea 
protoplasts, 155 
Ethanol, transpired, metabolism of, eastern 
cottonwood, 173 
Ethephon, treatment of tomato plants, infec- 
tion by citrus exocortis viroid, orni- 
thine decarboxylase and putrescine, 
933 
Ethylene 
elicitation of biosynthesis, Trichoderma xy- 
lanase, tobacco, 1325 
-mediated posttranscriptional regulation, 
ripening avocado mesocarp discs, 417 
reduced synthesis, ripening physiology, 
transgenic tomato, 911 
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Extensin, complementary immunolocaliza- 
tion, cell wall hydroxyproline-rich 
glycoproteins, 891 
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Fatty acids, catalytic properties of actyltrans- 
ferase, N-acylphosphatidylethano- 
lamine, cottonseed microsomes, 761 

Flavonol, accumulation and chalcone syn- 
thase, stigma and anther, Petunia hy- 
brida, 925 

Flavoproteins, correlation of blue light-in- 
duced phosphorylation, phototrop- 
ism, corn, 1219 

Flower, Petunia, cDNA sequence, two MADS 
box proteins, 1051 

Fluorescence, nonphotochemical energy dis- 
sipation, absorbance changes, Guz- 
mania monostachia leaves, 741 

Formate dehydrogenase, NAD-dependent, 
major soluble protein in mitochon- 
dria, potato, 1171 

Free radicals, scavenging enzyme activities, 
lipid peroxidation, aging and sprout- 
ing potato seed-tubers, 115 
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cold-induced alfalfa gene 
enhanced hardening, subzero tempera- 
ture, 873 
tolerance, 1227 

Fructokinase, cDNA clone, potato, 1043 

Fructose-1,6-bisphosphate aldolase, ‘°C con- 
tent of primary and secondary plant 
products, different cell compartments, 
decomposing basidiomycetes, 1287 

Fruit, ripening in apple, endopolygalacturon- 
ase expression, 219 

Fungi, vesicular-arbuscular mycorrhizal, in- 
fluence of species, development, and 
mineral nutrition of potato, 771 

Fura-2, fluorescence to monitor movement 
of free calcium ions, matrix of plant 
mitochondria, pea and Jerusalem ar- 
tichoke, 573 
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acetolactate synthase, expression and reg- 
ulation, tobacco, 1009 

anti-nptlI, potential negative selectable 
marker, 287 

Arabidopsis thaliana, de novo purine syn- 
thesis, suppression of Escherichia coli 
mutants, 387 

auxin-induced, tobacco cell-suspension 
cultures, 513 

chalcone synthase, nucleotide sequence 
and UV-B sensitivity, soybean, 699 

chromoplast-targeted proteins, tomato 
fruit, 789 
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control of mRNA stability, higher plants, 
1065 

C, photosynthetic expression, light- and 
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tropic response, phytochrome regula- 


tion, 339 

leghemoglobin, interaction, _rhizobial 
DNA-binding protein with promoter 
region, 1095 


locus in Arabidopsis thaliana, resistance to 
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Glutathione, intracellular level, production 
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benoxacor-induced isozymes in maize, 795 

benoxacor-treated maize, 803 

differential induction in wheat, pathogen 
attack, xenobiotics, 1193 

soluble auxin-binding protein, Hyoscyamus 
muticus, 29 
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lack of N-acetyl glucosaminyl trans- 
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complementary immunolocalization, 
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guard cell-environment connection, 711 
NADPH oxidase activity of plasma mem- 
brane, soybean hypocotyls, 595 
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guard cell-environment connection, 711 
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ized in higher plant chloroplasts, sim- 
ilarity to DnaK, prokaryotes, 843 
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